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CACCCAAGTCTGAGTTGCTAAAAAATGGAGCTGTCACJrGGGCCTTGCTCTGCCAGGACCTGCAGAGC 

CGGGGACCTCTCTGTGGCAAGCCCAGCAAGATGACTGCTCTGAGGCGCCCTAGGGCTGAGGGAGGG 

GCCGTGACACCAGCCCCGCCCCCCAGCCACCTGGGAAAAGGAAGCACAAAAAGGAGAAGCAGCAAC 

GGCTGCTCTGCTTCCTTCCCATCTCGCTCTTGGGTCATGCCTGGCCAGCAGAAAGCAGCTCCATAGGG 

GAGGAGAGCCACGCAGGATCTCACAGCTGCAGTCTAATAGTAACACAGAGGATTCAGCAGTOGCCA 

CCATGGGTTCTGTGAATTCCAGAGGTCACAAGGCGGAAGCCCAGGTGGTGATGATGGGCCTGGACTC 

GGCGGGCAAGACCACGCTCCnriTACAAGCTGAAGGGCCACC^GCTGGTGGAGACCCTGCCCACT^ 

GGTTTCAACGTGGAGCCTCTGAAAGCTCCTGGGCACGTGTCACTGACTCTCTGGGACGTTGGGGGGC 

AGGCCCCGCTCAGAGCCAGCTGGAAGGACTATCTGGAAGGCACAGATATCCTCGTGTACGTGCTGGA 

CAGCACAGATGAAGCCCGCm'ACCCXJAGTCGGCGGCTGAGCTCACAGAAGTCCTGAACQACCCCAA 

CATGGCTGGCGTCCCCITCTrGGTGCTGGCCAACAAGCAGGAGGCACCTGATGCACITCCGCrGCrr 

AGATCAGAAACAGGCTGAGTCTAGAGAGATTCCAGGACCACTGCTGGGAGCTCCGGGGCTGCAGTG 

CCCTCACTGGGGAGGGGCTGCCCGAGGCCCTGCAGAGCCTGTGGAGCCTCCTGAAATCTCGCAGCTG 

CATGTGTCTGCAGGCGAQAGCCCATGGGGCTGAGCGCGGAGACAGCAAGAGATCTTGATCCAGACA 

GAGCAGCATATCTTTGCrCATACAAACTAGAAGAACCAGCrGATCCTTGAGAAATTTACGCTTAGTC 

TATCAAACAAGAAATGCTGGCTTGGCCCGGTGGCTCATGCCTGTAATCCCAGCACTGTGGGAGACCA 

CGGTGGGGGAATCCCTTGAGCCCAGGAGTTGGAGAGCAACATCACAACACCCCATrrCTACTAATAA 

TCAAAAAATrGGCCGGGCATGGTGGCATGTGCCTGTAGTCCCAGCTACrTGGOAGQCTGAGGCAGGA 

GAATCGCTTGAGCCCAAGAGGTAGAQGTTGCAGTGAGCCAAGATCGCGCCACTGCACTCCAGTCTGG 

2^'^^^^°^°'^°'^*^^^^^^°'^^^'^^TAATAATAATAATAATGATGATACTCTAAGAAAA^ 

TCAACATACTTCATTTAATAGCTCGTTACCAAGTGTGAATGAAGCAATATGTCATAATAGAGTAGCC 

ACTGGTTGCATAATAATAGAGACCTAAATTCTCAAATAGGGAAAGAGGTTTTAAAATCAAATTTGAG 

GCXJAGGTGCAGTGGCrCATGGGCGGAGGAGGGCAGATTACTTGAGGCTAGGAGTTCAAGACCAGCC 

TGGCCAACATGGTGAAACCCCATCTCTACTGAAAATACAAAAATTAGGCATAGTGGTGCACGCCTGC 

AGTCCCAGCTACTCAGGAGGTTGAGGCAGAAGAATCGCTTGAACCCAGGAAGTGGAGGTTGCAGTG 

AGCCGAGATTGTGCTGCTGCACTCCAGCCTGGGTGAAAAAGACAGGCTGTGTCTCCAAAAAGAAAA 

AAAAAAGTCAAATTCAAATATCATCTGGACATGTCACAATGGATCGCGGATCCITATGAGTGATTTT 

CCCCAGTGGCCCCTGGGGATGTGCCACTGTCACTCAGAAGGGCAAGCTAGGCAGGGCCCATCCAACA 

GCAGGGGTCTGCAGGTTAGACGTTCCCTGCCCTGGGACGCTCACCCCTGGGCAAGAGGCTGGAAGTT 
CACACCATCCMuVATTTATCCTTGTT^^ 

TCTGTTGATCTTTITCAAAAACTCATITrCITIT^ 

TTCGTrAAAGATCAGATCAATAAAATATTTTATTTATTCATrAATTrAACAAAAAAAACAGAGCA'nT 

AGTTTGTGGCAAAAACACTGAGCITTCGAATATGAATCATGTGCTTTAGGTGGGAGTTGTGAATTCT^ 

AAGATACAGATGACAGTGACCAATGCCTTCTGTCTCATGATTGACAGGGAAAAGGAAGGTTGACCAT 

AGCATCCTAGAAGGCTCATCAGGTGATCATTACCTAGCATCCATGAAGCACCTGAAATTATTrGCAA 

AATGTrACGCTTTGGACCATTITrCCXSGGGAAGGAGATCCAGAACTTrTTACCAGATm 
TCTOTGACTC(XAAAAQTO^ 

TICTGTAATCTGAGTTTTTTAATGGCAAGTGGCCTATATTTAGCACCTGTTCTCATG 

GAATGTTAGATATTCTTTCnTATCCTGGACTGGTTCTCTCrATCrCTGGAGTAATGCAGTATAAATTGG 

CCATCAGTACCCrCCrAAAATCTGAGATCTGCCAGGCCCCTCTTCTAACACCAGGTTAGGCATGCTTG 

GTTATITCCAGTACTTGTGAGTCAACATGTTTCAAGACGCTGTGTTAGACACTAGGGATGCAAAGAT 

GAATGAGATAAGGCCTCAGGCCTCATGGAAGGTGAGACAGTAAAGACATTACTCCCATAAAAATGT 

GAGGAGAGAGACTCAGTTCAGCAACTGTTTATTCTGTTTATTGAGCACITACTTGGAC^ 

GGTCTrGGTGTTTTACATAGACTGTCTCTAATrCTCACAACTCTGCAAAATATATATATrcCCATnTA 

TAAAACTACAAACTGAGGCTCAGAGAAGGTGTGACXn-CrroTTGCITGAGGCACAGAGTTAT 

AACATATCTGGAATTTGAAATGAGATCrcTTTAGGGCTAATGCTGCATTTTTCrACAACATC 

CTAGAAGGTTrAAGCTAGGTAGGCTTTCAQCCAGCAGACATGATGGGGAGAGCCrTCTAATAAGAGG 

GAAGAGACTGCITGGAAGCATGAAGGGAGGTGTAAGAAAGATAAGTAAGTCAGTGTA'CTTGCAACA 

GAGGCTTGGGATGAAGGGTGGGTGAAGTTGACATCACGATAGAAAACAAAACTGGAATGGGAGTTT 

AGGTCrAATTTGGGCAAGGTTGTTTGAATTTCAATAATCAGGGGTTTGGGTCAAGGAAGAAAAATCA 

TGGGACTTGCCATrrAGGAGGATAATTTTGTGGTAGTQTGGAGGTGAAATAAAGAGAAAAGGGAAC 

CTTGGAGCTGGGAAGGCAGGAAACCGGCTAGATGACCATCACACAGCAAAGGAGGGAGTGGAAGA 

GAGATGAGAAAATTGAGAGCTATTATTAAGAAAAACAGTTGAGAGAGGAAGAATTTGAAGAGGQCT 

CAAGATrTTGAGTCCACATGACAGAAGGACTGGAATGCCATGAACTGGAGAAGGTGAGCGCTGAAG 

AACCAGGATGGGACGGGGCTGGAACAGCrGGGTTCAGCTTTTGCAQGGTGGGTACGTGTTTGGTTAT 

AGCTGCmCAGATTGTTCCATTATCTGTACTCCCAACAAOXrrGCCGGATATATTTGTTGGi^^ 

TCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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